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ANNOUNCEMENTS
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RECAP
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• Form Hypothesis –other class
• Collect Seq Data–What type, how much 
• QC– FastQC - SolexaQA
• Error Correct – yes
• Trimming –not too harsh
• Normalize – its cool!
• QC– Once again to eval changes
• Assemble – Starting today

• Genome v. transcriptome
• QC

• mapping
• Post-assembly

• BLAST/HMM
• Biology –other class



WHY DO YOU WANT TO ASSEMBLE A
GENOME?
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WHAT DO YOU NEED TO ASSEMBLE A
GENOME?
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ASSEMBLE A GENOME? GENERAL
STRATEGIES
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Genome size Unlimited $$ Typical

>10Mb

10Mb - 100Mb

> 100 Mb



GENOME SIZES
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ASSEMBLY
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OTHER ASSEMBLY TERMS

11

Unitig

Contig

scaffold
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• Complicated by: 
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• Complicated by: 
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• Work flow:
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• 3 assembly strategies:
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• OLC Assembly
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• OLC Assembly: Characteristics
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to_every_thing_turn_turn_turn_there_is_a_season
L=4, k=7
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